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The distributions and ex situ 
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global approach 

tǊƻƧŜŎǘΥ ά!ŘŀǇǘƛƴƎ ŀƎǊƛŎǳƭǘǳǊŜ ǘƻ ŎƭƛƳŀǘŜ ŎƘŀƴƎŜΥ 
ŎƻƭƭŜŎǘƛƴƎΣ ǇǊƻǘŜŎǘƛƴƎ ŀƴŘ ǇǊŜǇŀǊƛƴƎ ŎǊƻǇ ǿƛƭŘ ǊŜƭŀǘƛǾŜǎέ 

 
Nora P. Castañeda-Álvarez, Colin K. Khoury, Chrystian C. Sosa, Harold A. 
Achicanoy, Vivian Bernau, Holly Vincent, Andy Jarvis, Paul C. Struik and 

Nigel Maxted 

PGR SECURE conference, Cambridge UK, 16-20 June 2014 



S
o
la

n
u
m 

g
u
e

rr
e

ro
e

n
se 

(w
ild

 r
e
la

tiv
e
 o

f 
p

o
ta

to
).

 D
ra

w
in

g
 f
ro

m
 S

p
o
o
n

e
r 

2
0

0
4

 

The context 

2 

Climate change Resources availability 

Growing population Shifting diets 
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The challenge 

Producing more food with fewer resources 
available in a more resilient and sustainable 
manner 

3 

PGR are useful!  

The conservation and use of plant genetic 
resources are key to cope with the challenge. 
Crop wild relatives are key due to adaptive and 
novel traits they offer for crop breeding 
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Methodology 

VObjective: Prioritize the urgency for collection 
and ex situ conservation of the closest crop 
wild relatives of 81 crop gene pools 

 

VGap analysis methodology (adapted from 
Ramírez-Villegas et al., 2010) 
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1.Identification of 
target taxa 

2. Determining 
sampling 

deficiencies 

3. Environmental 
niche models 

4. Geographic 
coverage 

assessment 

5. Determining 
ecological gaps 

6. Determining 
priorities for 

collection 

7. Prioritization of 
geographic areas 

for collections 

8. Experts 
evaluation 

Methodology 

5 
Adapted from: Ramírez-Villegas  et al., 2010 

GRS 

SRS 

ERS 
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1. Identification of target taxa 

ÅThe Harlan and de Wet inventory (Vincent et 
al., 2013) 

 

6 

www.cwrdiversity.org/checklist 
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1. Identification of target taxa 

 

ÅClosest CWR (GP 1 ς 2, taxon groups  1-3, and 
confirmed/potential use) to 81 crop 
genepools 

 

Å1187  CWR taxa (445 taxa ς 29 priority crops) 

 

ÅRecords gathered from multiple sources 
(experts, herbaria, online databases, scientific 
articles, atlases, thesis) 
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1. Identification of target taxa 

8 

1187 taxa Ą 370,777 georeferenced records 

List of crops analyzed: http:// goo.gl/Y19Oum  

Occurrence data for all 81 crop genepools 

Germplasm accessions 
 
Reference records (herbarium) 


